SEQUENCE LISTING 
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L70> Patentin vers\on 3.0 

!10> l 

<^N11> 6 

<2T%> PRT 

<213> synthetic construct 
<220> 

<221> M0D_RES 

<222> (6) . . (6) 

<223> Polymer connected tl 



epsi Ion -amino group 



<400> l 

Tyr Gly Gly Phe Met Lys 
1 5 

<210> 2 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD RES 



1 



<222> (1)..(1) 

<223> Polymer connected to alpha-amino group 



<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> Polymer connected to epsilon-amino group 



<400> 2 

Tyr Gly Gly Phe Met Lys 
1 5 

<210> 3 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1) . . (i) 

<223> Polymer connected to alpha-amino group 



<400> 3 

Tyr Gly Gly Phe Met Lys 
1 5 

<210> 4 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1)..(1) 

<223> AC E T YLAT I ON 



<220> 

<221> MOD_RES 
<222> (6) . . (6) 



2 



<223> AMIDATION 



<400> 4 

Phe Arg Trp Trp Tyr Lys 
1 5 

<210> 5 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(i) 

< 2 2 3 > ACE T YLAT I ON 



<220> 

<221> MOD_RES 

<222> (6).. (6) 

<223> AMIDATION 



<400> 5 

Arg Trp He Gly Trp Lys 
1 5 

<210> 6 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> AMIDATION 



<220> 

<221> UNSURE 



<222> (6).. (6) 

<223> xaa can be any of the twenty naturally occurring 



3 




amino acids 



<400> 6 

Trp Trp Pro Lys His Xaa 
1 5 

<210> 7 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATION 



<220> 

<221> UNSURE 

<222> (4) . . (4) 

<223> Xaa is either Lys or Arg 



<400> 7 

Trp Trp Pro Xaa 
1 

<210> 8 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> AMIDATION 



<220> 

<221> UNSURE 

<222> (6) . . (6) 

<223> Xaa can be any one of 



the naturally occurring ami 



4 




no acids 



<400> 8 

Tyr Pro Phe Gly Phe Xaa 
1 5 

<210> 9 

<211> 7 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1)..(5) 

<223> Amino acids are in the D-form 



<220> 

<221> MOD_RES 
<222> (6) . . (6) 

<223> n is 0 or 1 



<220> 

<221> MOD_RES 
<222> (7) . . (7) 

acid ±S ° r D_f ° rm ° f 3 naturall y occurring 



<220> 

<221> MOD_RES 

<222> (7).. (7) 

<223> AMIDATION 



<400> 9 

He Met Ser Trp Trp Gly Xaa 
1 5 

<210> 10 
<211> 6 



5 




<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1) . . (4) 

<223> Amino acids are in the D-form 



<220> 

<221> MOD_RES 
<222> (6).. (6) 

Imino act/ 3 ^ ^ °- fom ° f a "aturally-occurring 



<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> AMIDATION 



<400> 10 

He Met Thr Trp Gly Xaa 



<210> 11 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2).. (2) 

<223> xaa is A1 , wherein A1 ±g fche D _ fQrm Qf ^ ^ ^ 
<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> xaa is B2, wherein B2 is Gly, Phe, or Trp 
<220> 



6 



<221> 
<222> 
<223> 



MOD_RES 
(4) . . (4) 

Xaa is C3 , wherein C3 is Trp or Nap 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATION 



<400> 11 

Tyr Xaa Xaa Xaa 
1 

<210> 12 
<211> 3 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (1)..(1) 

erein x^s O^l^ ^ N " terminus an Me-x-H-y-N group, wh 

x and y^s'nevf Y " °' ° r 2 ' W±th the pr ° viso th ^ 
r greater than 



<220> 

<221> MOD_RES 

rls^ethyl^ed 6 ^ fir8t ^ and the Ty 



<220> 
<221> 
<222> 
<223> 
1 , and 



MOD_RES 
(3) . . (3) 
Xaa is Xaa-z, 
wherein z 
is 0 or 



wherein Xaa is Phe, (D)Phe, 



or NHBz 



7 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> AMIDATION 



<400> 12 

Tyr Tyr Xaa 
1 

<210> 13 
<211> 6 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (4) . . (4) 

<223> Xaa is D4 , wherein D4 is Lys or Arg 
<220> 

<221> MOD_RES 
<222> (5).. (5) 

<223> His is His-z, wherein z is 0 or 1 
<220> 

<221> MOD_RES 
<222> (6) . . (6) 

g'amLo^cid'anr 2 ' Where±n *** ±S * natu -l ly occurrin 

z is 0 or 



<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> AMIDATION 



<400> 13 



8 



Trp Trp Pro Xaa His Xaa 

1 c 



<210> 14 

<211> 4 

<212> PRT 

<213> synthetic construct 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic i i o n A *. ^ 

-carboxylic acid ' 1 ' 2 ' 3 ' 4 - tetr ahydroisoquinoline-3 



<400> 14 

Tyr Xaa Phe Phe 
1 

<210> 15 
<21l> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxylic ""acid 0 ' 1 ' 6 " 1 ' 2 ' 3 ' 4 ~ tetrah y droi soquinoline-3 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATION 



<400> 15 

Tyr Xaa Phe Phe 
1 

<210> 16 



9 



<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(i) 

<223> Tyr is Tyr (N-alpha-Me) , i.e. N-alpha-methyltyrosi 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxylic'Lld 0 ' ^ 1 ' 2 ' 3 ' 4 - tet -hydroiso q uinolin e -3 



<400> 16 

Tyr Xaa Phe Phe 
1 

<210> 17 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

meth;i t ^osi£^ r(N - alPha - CraP> ' ^ N-alpha-cyclopropyl 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxylic'Lld 0 ' 1 ' 2 ' 3 ' * " tet -*ydroisoquinoline-3 

<400> 17 

Tyr Xaa Phe Phe 



10 



<210> 18 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(l) 

<223> Tyr is Tyr (N-alpha-Hex) , i.e. N-alpha-hexyltyrosi 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxylL'Lld 0 ' 1 ' 2 ' 3 ' 4 - tet ^ydroiso q uinoline-3 

<400> 18 

Tyr Xaa Phe Phe 
1 

<210> 19 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1)..(1) 

<223> Tyr is Tyr (N-alpha-Et2 ) , i.e. N-alpha-diethyltyro 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxyMc^c^' ^ 1 ' 2 ' 3 ' 4 " tet -hydroiso q uinoline-3 



11 



<400> 19 

Tyr Xaa Phe Phe 
1 



<210> 20 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD RES 



<222> 
<223> 


(1) . . (1) 

Tyr is Dmt, i.e. 2, 


<220> 

<221> MOD RES 
<222> (2).. (2) 
<223> xaa is Tic, i.e. l, 
-carboxylic acid 


<400> 


20 


Tyr Xaa Phe Phe 
1 


<210> 
<211> 
<212> 
<213> 


21 
4 

PRT 

synthetic construct 


<220> 
<221> 
<222> 
<223> 


MOD RES 
(1) . . (1) 

Tyr is Dmt, i.e. 2,6 



2, 6 -dimethyl tyrosine 



e. 1, 2, 3, 4-tetrahydroisoquinoline-3 



2 , 6 -dimethyl tyrosine 
<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic i ^ i o -a * «- 4. 

-carboxylic acid 1 ' 2 ' 3 ' 4 "tetrahydroisoquinoline-3 



12 



# 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATTON 



<400> 21 

Tyr Xaa Phe Phe 
1 

<210> 22 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1)..(1) 

<223> Tyr is H-Tyr (3 -F) , i.e. 3 -f luorotyrosine 
<220> 

<221> MOD_RES 

<222> (2).. (2) 

-carboxylL^cid 0 ' ^ 1 ' 2 ' 3 ' ^^ahydroisoquinoline^ 



<400> 22 

Tyr Xaa Phe Phe 
1 

<210> 23 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(l) 

<223> Tyr is H-Tyr(3-Cl) # i.e. 3 -Chlorotyrosi 



13 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carboxylL^Jr ^ 1 ' 2 ' 3 ' 4 "^ahydroisoquinoiine-S 



<400> 23 

Tyr Xaa Phe Phe 
1 

<210> 24 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1)..(1) 

<223> Tyr is H-Tyr(3-Br), i.e. 3 -bromotyrosi 



<220> 

<221> MOD_RES 
<222> (2).. (2; 



-carboxylL^cS"' ^ 1 ' 2 ' 3 ' 4 - tet -^droiso g uinoline-3 



<400> 24 

Tyr Xaa Phe Phe 
1 

<210> 25 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(i) 

<223> Tyr is Dmt , i.e. 2 , 6 -dimethyltyrosi 



14 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

:»SUnoU C " PSi - [CH2 - ] ' 3 -th y l-x, 2 ,3 

n 



<220> 

<221> MOD_RES 

<222> (2).. (3) 

<223> nonpeptidyl bond 



<400> 25 

Tyr Xaa Phe Phe 
1 

<210> 26 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(i) 

<223> Tyr is Dmt, i.e. 2 , 6 -dimethyl tyrosi 
<220> 

<221> MOD_RES 

<222> (2) . . (3) 

<223> nonpeptidyl bond 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic-psi- [CH2-] , i. e . 3-methvl-l 0 a 
ahydroisoquinoli mecnyi 1,2,3,4 

n 



15 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATION 



<400> 26 

Tyr Xaa Phe Phe 
1 

<210> 27 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2).. (2) 



<223> Xaa is Tic-psi- [CH2-] , i.e. 3 -methyl -1,2 3 4-tetr 
ahydroisoquinoli ±.*.*,<k netr 



n 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> Phe is -NCH3]Phe, i.e. N-methylphenylalanine 

<400> 27 

Tyr Xaa Phe Phe 
1 

<210> 28 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2).. (2) 

<223> Xaa is Tic-psi- [CH2 -] , i.e. 3 -methyl -1 , 2 , 3 , 4 -tetr 



16 



ahydro i soquinol i 
n 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> Phe is -NH] Hf e , 



i.e. homophenylalanine 



<400> 28 



Tyr Xaa Phe Phe 
1 



<210> 29 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (1).,(1) 

<223> Tyr is Tyr(NMe), i.e. N-methyltyrosi 



<220> 

<221> MOD_RES 
<222> (2).. (2) 



<223> Xaa is Tic-psi- [CH2-] , i.e. 3 -methyl - 1 , 2 , 3 , 4 - tetr 
ahydroi soquinol i uecr 



n 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> Phe is -NH] Hf e , i.e. homophenylalanine 



<400> 29 



Tyr Xaa Phe Phe 
1 



17 



<210> 30 

<211> 4 

<212> PRT 

<213> synthetic construct 



<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4-tetrahydroisoquinoli 
-carboxylic acid 



<220> 

<221> M0D_RES 

<222> (3) . . (3) 

<223> Gly is Phg, i.e. phenylglycine 



<400> 30 



Tyr Xaa Gly Phe 
1 



<210> 31 

<211> 4 

<212> PRT 

<213> synthetic construct 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic, i.e. 1 , 2, 3 , 4 - tetrahydroisoquinoline- 
-carboxylic acid 



<400> 31 



Tyr Xaa Trp Phe 
1 

<210> 32 
<211> 4 
<212> PRT 

<213> synthetic construct 



18 




<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<2 21> MOD_RES 

<222> (4) . . (4) 

<223> AMIDATION 



<400> 32 

Tyr Xaa Trp Phe 
1 

<210> 33 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4-tetrahydroisoquinoline-3 
-carboxylic acid 



<400> 33 

Tyr Xaa His Phe 
1 

<210> 34 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



19 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> Ala is 2-Nal, i.e. 3 - (2 ' -naphthyl ) alanine 



<400> 34 

Tyr Xaa Ala Phe 
1 

<210> 35 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2).. (2) 

-carbox^lL'a^d 0 ' ^ 1 ' 2 ' 3 ' ^^ahydroisoquinoline- 



<220> 

<221> MOD_RES 

<222> (3).. (3) 

<223> Xaa is Ate, i.e. 2 -aminotetralin-2 -carboxylic ac 



<400> 35 

Tyr Xaa Xaa Phe 
1 

<210> 36 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2) . . (2) 



20 




<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<221> MOD_RES 

<222> (4).. (4) 

<223> Phe is Phe(pN02), i.e. 4 -nitrophenyl alanine 



<400> 36 

Tyr Xaa Phe Phe 
1 

<210> 37 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> Phe is Phe(pN02), i.e. 4-nitrophenylalanine 



<400> 37 

Tyr Xaa Trp Phe 
1 

<210> 38 

<211> 4 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD RES 



21 



<222> (2).. (2) 

-carboxync^clr ^ * ' 3 ' ^^ahydroisoquinoline-S 



<220> 
<221> 
<222> 
<223> 



MOD_RES 
(4) . . (4) 
AMI DAT I ON 



<400> 38 

Tyr Xaa Phe Trp 



<210> 39 

<211> 7 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2).. (2) 

-carboxylL'Lid 0 ' ^ 2 ' 3 ' ^^rahydroisoquinoline-S 



<220> 

<221> MOD_RES 

<222> (7).. (7) 

<223> AMIDATION 



<400> 39 

Tyr Xaa Phe Phe Val Val Glv 
1 5 

<210> 40 

<211> 7 

<212> PRT 

<213> synthetic construct 
<220> 



22 



<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 - tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> AMI DAT I ON 



<400> 40 

Tyr Xaa Phe Phe Tyr Pro Ser 
1 5 

<210> 41 

<211> 7 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2).. (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> AMIDATION 



<400> 41 

Tyr Xaa Trp Phe Tyr Pro Ser 
1 5 

<210> 42 

<211> 7 

<212> PRT 

<213> synthetic construct 
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<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic i & i o -a /■ +. t_ -. 

-carboxylic acid X ' 2 ' 3 ' 4 - te trahydr 01 soquinoline-3 



MOD_RES 
(4) . . (4) 

Phe is Phe(pN02), i.e. 4 -nitrophenylalanine 
<220> 

<221> MOD_RES 
<222> (7).. (7) 
<223> AMIDATIOM 



<220> 
<221> 
<222> 
<223> 



<400> 42 

Tyr Xaa Trp Phe Tyr Pro Ser 



<210> 43 

<211> 7 

<212> PRT 

<213> synthetic construct 



<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic i <=> i o -a /i 4- 4_ i_ 

-carboxylic acid 1 ' 2 ' 3 ' 4 " tetrahydroisoquinoline-3 



<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> Nle 



<220> 

<221> MOD_RES 
<222> (7).. (7) 



24 



<223> AMIDATION 



<400> 43 

Tyr Xaa Phe Phe Leu Leu Asp 
1 5 

<210> 44 

<211> 3 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4-tetrahydroisoquinoline-3 
-carboxylic acid 



<400> 44 

Tyr Xaa Phe 
1 

<210> 45 
<211> 3 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2) . . (2) 

<223> Xaa is Tic, i.e. 1 , 2 , 3 , 4 -tetrahydroisoquinoline-3 
-carboxylic acid 



<220> 

<221> MOD_RES 

<222> (3) . . (3) 

<223> AMIDATION 



<400> 45 



25 



Tyr Xaa Phe 
1 

<210> 46 
<211> 3 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic-psi- [CH2-] , i. e 3-methvl i o -x a - - 
ahydroisoquinoli m etnyl - l , 2 , 3 , 4 -tetr 

n 



<220> 

<221> MOD_RES 

<222> (2).. (3) 

<223> nonpeptidyl bond 



<400> 46 

Tyr Xaa Phe 
1 

<210> 47 
<211> 4 
<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 
<222> (2).. (2) 

<223> Xaa is Tic-psi - [CH2 -] , i.e. 3 -methyl -1 2 3 4-tetr 
ahydroisoquinoli y 4 tetr 

n 



<220> 

<221> MOD_RES 

<222> (2).. (3) 

<22 3> nonpeptidyl bond 



26 



<400> 47 

Tyr Xaa Phe Phe 
1 

<210> 48 
<211> 5 
<212> prt 

<213> synthetic construct 
<400> 48 

Tyr Gly Gly Phe Met 
1 5 

<210> 49 

<211> 6 

<212> PRT 

<213> synthetic construct 

<400> 49 

Tyr Gly Gly Phe Met Lys 
1 5 y 

<210> 50 

<211> 6 

<212> PRT 

<213> synthetic construct 

<400> 50 

Tyr Gly Gly Phe Leu Lys 
1 5 

<210> 51 

<211> 6 

<212> PRT 

<213> synthetic construct 
<220> 

<221> MOD_RES 

<222> (l)..(i) 

<223> NH2 of Tyr is blocked by butyloxycarbonyl 



group 
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f 



4 



<400> 51 



Tyr Gly Gly Phe Leu Lys 



<210> 
<211> 
<212> 
<213> 




52 
6 

PRT 

synthetic construct 



MOD_RES 
(1) . . (1) 
NH2 of Tyr 



is 



blocked by/butyloxycarbonyl 



MOD 
(6)~ 



RES 
(6) 



polymer connected t/o epsilon-amino group 



<400> 52 



Tyr Gly Gly Phe Leu L^ 
1 5 
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